Figure 5 Phylogenetic tree based on the sequences of PCR amplicons of the gltA gene of Rickettsia aecshlimannii detected in
Hyalomma marginatum with the Maximum Likelihood (a) and Neighbor-Joining (b) methods
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Note: Percertages indicare boorsrap values based on 1000 replicares. The referénce saquerces in this study are represented i rad box.



