1- ACCA-GOCAGCTGAGCCAATTCATGOGACCAGAACAACCCOCTOGTCOGGOAGTTGACCGALCAA
2- ACCA-TCCAGCTGAGUCAATTCATGLACCAGAACAACCCOGOCTOTCGOL OGO TTGACCCACAA
3- ACCA-GCCAGCTCAGCCAATTCATGGACCAGAACAACCCGCTGTCGGGGTTCACCCACAA
4- ACCA-GCCAGCTCAGCCAATTCATGGACCAGAACAACCCGCTGTCGLGOTTGACCCACAA
5 ACCA-GCCAGCTCAGCCAATTCATGLGACCAGAACAACCCGCTGTCGGGOTTCGACCCACAA
6- ACCA-GCCAGCTGAGCCAATTCATGGACCAGAACAACCCGCTOTOGOGGTTGACCCACAA
7- ACCA-GCCAGCTCAGCCAATTCATGLACCAGAACAACCCGCTOGTCGLGOGOTTOGACCCACAA
8- ACCA-GCCAGCTGAGCCAATTCATGGACCAGAACAACCCGCTGTOGGGGTTGACCCACAA
9- ACCA-GCCAGCTGAGCCAATTCATGGACCAGAACAACCCGCTGTOGGGGTTGACCCACAA
10- ACCA-GCCAGCTGAGCCAATTCATGCACCAGAACAACCCGOTGTCGLGGTTGACCCACAA
M- ACCA-GCCAGCTGAGCCAATTCATGGACCAGAACAACCCGCTOGTCGLGOOTTCGACCCACAA
12- ACCA-GCCAGCTGAGCCAATTCATGGACCAGAACAACCCOGOTOGTOGOGGGTTGACCCACAA
13- ACCGCGTCOTGTATGACTCTGTATACACAGAGGAGTCACGGCGCGCOGTGOTGGTCTCCAT

Figure 3 DNA sequence analysis alignment showing the difference between
nuclelc acld of Mycobacterium tuberculosis complex (samples 1-12) and
Mycobacteria other than M. tuberculosis (sample 13)




