Table 1 Patient characteristics according to hepatitis C virus genotype of infection

Cenolype 1 Genolype 4 Genolypes 2/3 P-value
(n=79) (19.8%) {n =256) (64.0%) (n = 65) (16.3%)

Age [mean (SD) years] 449 (10.3) 475 {9.9) 46.2 m.o) 0.51
Sex, male (no., %) 58 734 213 832 45 76.9 0.03
BMI [mean (SD) kg/m] 285 (4.8) 203 14.4) 29.0 {61) 059
Risk factors presente
{no. %) 59 747 164 64.1 15 538 0.06
High fibrosis score (F3,F4)
{no. %) 26/66 393 74/233 3.8 20/56 36.4 0.68
ALT® (no. %) 0.69

MNormal 19 241 53 207 16 246

Mear normal il 367 o4 36.7 ] 292

Abnormal 3 352 109 426 30 46.2
Pretreatment viral load (no. %)

Low 43 544 I73? G76 37 56.9 0.001

High 36 45.6 a1 36 28 431
Geographic origin of infection
{no. %)

Middle East 4 519 k|| 121 15 231 0.001

Egypt 28 354 131 812 2 31

South-East Asia 7 8.9 14 55 46 318

Orther 8 i8 6 23 24 36.9

At least | known risk factor for transmission of infecthon identified.

SMrrral < 40 1Ll near sormeal S1-80 1Uml ;oo = 801U mE

“High viral load > 700 « MR IL L, fow viral load £ 700 < P IUmL

‘Dt missing for 2 patienis.

B = body mass index; S0 = stondard deviarion, ALT = alamine aminotronsferase.



